-4 -3 -2 -1 0 1 2 3 4 0 0.1 0.2 0.3 0.4 0.5 0.6 0.7 0.8 Basal ERB Normal Lum A Lum BC

Best Gene 329, Cluster Index = 0.83879

Gaussian fit

-1.5 -1 -0.5 0 0.5 1 1.5 0

0.1

0.2

0.3

0.4

0.5

0.6 Basal ERB Normal Lum A Lum BC

Worst Gene 453, Cluster Index = 0.00143

normalized log2 color ratio